Effects of breakfast cereals on intestinal flora, intestinal environment and skin conditions
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Reduction of micellar cholesterol by Lactobacillus and Bifidobacterium strains.
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Bifidobacterium longum BB536, Bifidobacterium breve M-16V
Bifidobacterium infantis  Bifidobacterium longum biotype infantis M-63

Whole-genome analysis of Bifidobacterium longum BB536, Bifidobacterium breve
M-16V and Bifidobacteriuminfantis Bifidobacterium longum biotype infantis M-63.

Bifidobacterium longum BB536 BB536 Bifidobacterium
breve M-16V ( M-16V) Bifidobacterium infantis Bifidobacterium longum biotype
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A hypothesis that |acto-N-biose phosphorylase plays a key role in the intestinal
colonization of bifidobacteria: especially for that of breast-fed infants
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PCR
Lactobacillus casei
Red-Time PCR Procedure for Quantification of Lactobacillus casal strain Shirota
in Human Feces with Randomly Amplified Polymorphic DNA-Derived Primers.
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Enterococcus faecium | S-27526
T-RFLP Bifidobacterium

Effects of milk containing Enterococcus faecium | S-27526 on fecal microbiota, with a special
reference to Bifidobacterium species, in Indonesian childrens by culture-independent analysis
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Lactobacillus 1L-12
IL-12

IL-12-inducing ability of lactobacilli: Effective induction of IL-12 by

Lactobacillus strains having rigid cell wall resistant to intracellular
digestion
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DNA
Inhibitory effect of Lactobacillus DNA on expressions of inflammatory cytokines
in mouse intestinal epithelial cells
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SAMPL/Yit Bacteroides
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Possible mechanisms for repression of ulcerative colitis using bifidobacteria
fermented milk

Ishikawa H. et al. 2003. J Am Coll Nutr 22: 56 Kato
K. et al. 2004. Aliment Pharmacol Ther 20: 1133
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Lactobacillus acidophilus L-92 T

Lactobacillus acidophilus 1.-92 induces antigen-stimulated T cell apoptosis
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Bifidobacterium longum BB536

Effects of Bifidobacterium longum BB536 in relieving clinical symptoms in subjects with Japanese cedar

pollinosis
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Bifidobacterium longum BB536

Effect of Bifidobacterium longum BB536 yogurt on fecal microbiota of the pollinosis volunteers
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Effect of WAKAMATE AG Containing Bifidobacterium longum WB1001, 1-Kestose and
Psyllium on Serum IgE, Serum Lipids and the Fecal Floraof Human Volunteers
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Relationship between intestinal microbiota and the development of

allergy in infancy
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Lactobacillus salivarius WB21

Effect of xylitol and cranberry on anti-oral pathogenic bacteria activity
of Lactobacillus salivarius WB21

invirto invivo
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LC1

Effect of long-term feeding of Lactobacillus johnsonii Lal
on infection in the elderly
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