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Human colonic bacteria responsible for butyrate formation from galacto-oligosaccharides
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OmF &Y, ez, @INERE", FImE?, EEAR?
UMSTATECE N R - ANE RN AT AR AT,
B S YN NG L ey e Py

[2:00~13:00 44kE8)

B

.00~ 15

ER Tx BB (TEXEXFR)
BRI EREBEDBRNIRE
Altered intestinal microbiota and short chain fatty acids in irritable bowel syndrome
O4 MW", ZITH°, AR, Al B o1, kmmeEs, &% £
(A= R = S
DI NE T ST By Nt



36

B

B

B

14

14 .

[24 :

14

. 15~13

30~

45~

00~14 .

15~14 .

30~14 .

a~14 1

. 30

. 45

00

15

30

W NMIE RS 224275 2008

BEATERHEDP EFICRIETHECOVT

Effect of noxious metabolites in intestine on host functions
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Cross-talk analysis of intestinal epithelial cells and bacteria in probiotic strain mono-associated
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Effect of a microbial drug combination (Aspergillus oryzae NK, Enterococcus faecium
WB2000, Saccharomyces cerevisiae) on putrefactive substance and infection of Clostridium
difficile
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Effects of Clostridium butyricum MIYAIRI 588 in antibiotic-associated diarrhea model rats
using metronidazole and egg white
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Pivotal roles of sphingosine 1-phosphate in the regulation of intestinal immune system
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Study on the immunostimulatory effects of oligonucleotides derived from Bifidobacterium
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Roles of multidrug efflux pumps in Escherichia coli and Salmonella
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Fang Yan (Vanderbilt University School of Medicine)

Bz Alg A+E #BME (BiXEXRKBRETEFTERHR)



38 PR FHERE 22825 2008
2HB 6B 13H (&) feauls PEBXER (FHRKILE (B))
©:30~12:0 YrRIIALLBR7O-7OHREEREMFERBEREDOIE,S>—]
ER XE % (REEESERKE), mE A% (BXXFH)
1. WP A O 9 R %
RERE RRTRERERRT)
2. EYHMRRERSERR (SIRS) (2§22 YN, F 5 4 7 ZAIFREORF
EREERES CRBRKF RS B be)
3. Clostridium difficile 4% & N 7 10—
e % (MR EFED)
4. Helicobacter hepaticus & Jif, fHsE A
MG (B RFEBE IR AT 7R
5. Propionibacterium acnes & )LV I A F— 3 A o NIKRPEEEYE O 72 2 B 58 R
LAFEE GULERRIRY AERES)
[2:00~13: 00 4hEE]
Bloo~13 50 HRIEE? ER X %7 (EBEHERH)
[ Commensals, probiotics and the intestinal epithelium |
HAEME, TANMFT 17 AEBELRIRE
Silvia Resta-Lenert (University of California San Diego)
[13:50~14: 00 #KEE]
14 :00~16:30 YrRIYIL2 [BREREEOH-EEGE]
ER FEHEAR (REXZXER), #8 X (AMXZH)
1. BN 70— & BPREE
FEEAL KRB R AR 7e R
2. BT O =5 L KEMGR S
B (RBCRFERF B R R A58 R
3. WREARM W & IFREME R W O 7 LA
® Bl (FEKETO YT TRERERBES LY 5 —)
4. Helicobacter pylori/&4:(2 & 2 AID I % A L 728 TR & O B 5k
T4 W U RFERFEIHALZR R
5. 7 )b 2 W OB FIEBIERETHERE D © A 72 R
K i (BIRRE R RIGEE
16:30~16:40 FAROE EBEF ®H (AILVEX (K)





