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Evaluation of storage methods of stool samples
for clinical gut microbiome analysis
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[E 9] B AR A AT 2 15k B IS BRI IS L T K Z2o12id, BESF OV ¥ 7TV 2 s RET %
CEDVHELWFTTORI - RETE L2 E0RKOOND. —TT, ZinTORE IR OH5H
FEWSF R, $72, TORBIIMERILIZH 2o TWwo 720, —EHHRE L GROEMEY > TV
P OHF L7zl E 7 — 713, SREURICAIRENT L 72 b D E R TR DRl H 5. £ 2 TR
TiE, WHROEMRIGE v 2T, RESRMFIC X DB RNORE R L /2.

(] 20 N\OREEANERT v 57 4 TH OB 7V BRI L CEERIE v MIBE, RIEREIEH
# (0 day), 256CT2HM (2 day) F721&7 HIE (7 day) &iE L 72RICHK L-EFES Y 7005
DNA ZhH L7z, $li L 7-Mi T B2k DNA F1o> 16S rRNA B4l V1-V2 $Hi% % — 47" v + & L7 PCR #
12, WS — 7 v — % BV CHRRRCY G #k2 BUS L 72 15 & 73RBS 2 F Vv C, S RRIEETREL,
AL R~ 7V @ UniFrac BHEES % 0T L Hse L 72,

[R]85 o NEEREAER Y VT L7oR, RECHTT, D) REICL o TR E A LERHD
Wy TV, 2) 2day TTHEVEHL 2 WAYT day TRELKEETLY 27, 3) 2 day DEFET
BEDIEE > T BTy TIVD 388 — 2oz, REICL 2MEZEOLZE K E Wi 7L Tl,
Proteobacteria 1D Proteus EMW & Escherichia JEMBE DG 5 2 L AVYRE Nz, % B, Proteus &
HH & Escherichio BAIFE X, 0 day TXIT & A CHH I NS, REITHEVABIIHEMT 2Em 7 S
nr:.

[£52] ABFED S, HEICL 2MBEEOLEIIMAELRDH L L, ZOEIKRELFITTINT -
W ENDL Z Dotz BEBRONT VIV TIIEBM R OB Y — 0 SBEgE S 208,
WD 0 day TIRZDEMARONT, HoLLOLEHEHET LI LIFHLVWEEZ N 7,
7 day CIIMEABOBENEZ R -EERTH L TVBGEELY. D EOEENS, HElRT—5 D
B3O 7251248, RIS & 2 BE SR 5 2-3 HUPHZIIZ, > 7V OG-z D 5\ I3 i
REBTHIEDNEE LV EEZ SN
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Genomic and transcriptomic analyses of Fusobacterium varium
Fv113-gl isolated from a patient with ulcerative colitis

OBSIEMIE L, it ®, BH ', Ksfioh S
| TR R ) BRI 5 — S,
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[E19] Fusobacterium JEMBEIIIINER X OB ENICHIE L, BEEEB L OKEEOGRET & LThiE
HEZMTwb. Ohkusa b1, EEMEAER (UC) BEOWREREED 58 L 72 F varium H3E DiEW
MR EMED S UC ORNICE LI EELZME D 1 D THAH I L eMis L, REZEMIZ LA
FEEE UC OFHEEREE LTy LT &7 Aifgeid, UC BB OENGABHMRA L 0 58S
F varium Fv113-gl BROF#ZE 7 ALV THLE2IZT A 2L & L7z,

[773%] Fvll3-gl %@ DNA #4E# L, short B & WMlong read HIRIAL Y — 27 = o — 12 X A&, B
L O, optical mapping 12 & A &0 BHIREEMKZ/ER L, Z&ET7 / BN Z28s L7 $72, 7
LA U=+ rea—TYary (BHD) #ibB L O DMEM ARSI CARBKREREL, FT A7)
T = AfENT AT o 72

[ 8] ARtk #5397 Mb ofefafk, #90 kb BL U6 kb D7 AI FEAL TV Hiky
LERT DGR, REHRIEARHICIZE varium IZE L T2 bDD, F varium ATCC 27725 B LU FE
ulcerans ATCC 49185 O 4 — v u F#IZF 52 RA LTz, F72, KEKIE, MO Fusobacterium &
I W&oV RGwEE (T5SS), Fusobacterium adhesin (FadA) B & OVF k7 Haemagglutinin
adhesin DX T 0 VBT E2HRAE LTV, NT VA7) T b — LT OME, AEHIE DMEM 2% C
DERFEFMT T, HEO T5SS B LU FadA AT u V#ifata &, RERICEERNZT 7249 —
EAR T OB B L 72

[B&] hiksr /) AT ORKE, RKEERZF varium BEXOF wlcerans DF —va 7@z FrsEL, F
7o, BRI 7 7€) — B3T3 RAT A2 05, F varium OIFEEHEE SNz 72,
RIER & FHl SN A T5SS B LU FadA Y7 VP #IafO—Hx2 &84T 7 ) —@BnFOERED,
BRBEREICH SN BRI T 22 20, IO BRETIZEFRKICEG T4 2 LaVREI N,

(BEXH]

Ohkusa et al. Gut. 2003.
Ohkusa et al. Am ] Gastroenterol. 2010.
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Effect of bifidobacteria on polyphenol glycosides hydrolysis and their
absorption n vivo

Ok I, Ak, HREE
Bk FLAR A AL I BERT 72T

[Ef9] Dietary polyphenols are currently receiving much attention due to their promising benefi-
cial health effects in humans such as antioxidant and anti-inflammatory effects. Most polyphenols
generally occur in glycosylated forms which limits their absorption in the small intestine. Usually,
intestinal bacteria hydrolyze sugar chains and prompts absorption as an aglycone. Because inter-
individual differences in the population of intestinal microbiota which are a result of the age,
health and diet may affect the absorption of polyphenols, it is important to prepare intestinal
environment with high ability to resolve glycosides in order to use polyphenols efficiently. The
purpose of the present study was to evaluate the aglycone releasing activity of Bifidobacterium
strains and confirm the effect of the selected strain in vivo.

[/7#] In the hydrolysis experiments, bifidobacteria were supplemented with 500 xM polyphenol
glycoside. After incubation at 37C , ethyl acetate was used to extract aglycone from bifidobacteria
culture. The aglycone amount was detected by TLC and digitalized by Image ], and the releasing-
activity was calculated by quantitative values of test samples and aglycone standard. In the bio-
availability experiments, Bifidobacterium strains were co-ingested with polyphenol glycocide and
plasma were collected -2, 1, 2, 4, 8, 12, 24h, 48h after the last treatment. The aglycone amount in
plasma was measured by LC/MS.

[#] Most strains were able to hydrolyze daidzin and trans-polydatin, in particular
Bifidobacterium breve strains showed higher hydrolysis activity than other strains. These B. breve
strains hydrolyzed over 50% of daidzin and trans-polydatin within 3h. Then, we screened B. breve
strains with high activity from more than 100 strains, and selected several strains. Finally, two
strains were selected by probiotic properties such as tolerance to gastric juice and bile acid and
antibiotic resistance. The co-ingestion of polyphenol and selected B. breve strain promoted the
absorption of polyphenol glycosides in wvivo, which related to the increase of the number of B.
breve strain.

[#%2] Many Bifidobacterium strains are used as probiotics to improve intestinal health, modulate
immune function and regulate energy metabolism. We investigated the effects of bifidobacteria in
the release of aglycones and screened the potential strains for promoting polyphenol absorption,
which providing a new insight into the potential of bifidobacteria function. In future, the beneficial
effect of selected strains in promoting polyphenol utilization to hosts will be investigated.
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Development of co-culture system of anaerobic gut microbe
with cultured cell line

ORMEER, AKHETE, ElZ, =KW, FrilimiE
AL YNE YN e g R R e

(B8] B &R odAdd, TELEICED SNER LAEELZWETTHO 1 OTH5H. Hr i
EEDOREDL Y DHL PR 5721 E0 ) Th L, BNMR 2 Bm 0 - 70 - R ICREBICRIHEL X9
EFTBRAALIETF o TS, LLEAS, 2o nHERENLOEY A7 - ka2 M TEHT
L720121%, L OBFEIEIN TS, FOHBO 1212, FFEROMEND L. B ME &
IR MR R ML 2 N NEIR D in vitro RERR, B~ 7 AE L H\W 72 in vivo BT BTN EA
SNTWL—T, TOMEED L5 FAEYS: - MBAEWEWFEME, 372 bbMEOLEREFMAICL S
MEDAR L, FTUNIVOBH ZREEIC L T AEIRDSH 5. KI5, ZOEZ AT, B
SV & ISR S O PRI R L AT 22T A2 L x HIYE L7

[J7E] AT v — A 4 — b LR L CHBI A I & 472 Caco-2 Ml & F vy, JEECHA % % PA
IREE 12 1 D 2% 1 iIGOEMON-(intestinal germs on enterocytes-monitoring)-chamber # fE R L 72. iGO-
EMON % BT ¥ > /8= AN, SRR & BB (I & A7 TR I O R SR BE O 22 1L % BF
fiiL7z. 7z, Caco2 MilaiRiE (N 7Hkre, MiflgkEE, #ERFEB) 2oLz &5612, THmRE
N AR 7 B E R PRI 2 5 L CHERE 22 24TV, T OEAFE RIS E 12 D\ T b 3 L 72

[#i %] iGOEMON # i\ 5 2 & ¢, RERMOMBEREEZ 3 HM, 60%REICHRDZ EAITE .
Caco-2 Mg LA, /N THREL RN /IRETEET LI LD EETH 7. T2, Caco-2 fllfa
ERFRMERE o ES R TH L I L, HEEET LI TROBMEMREEINL Z EDNHLNE o
7.

[£%2] iGOEMON TH;#& | 7z Caco-2 Mifitid, ZIEBM A S OBRMHROATH, FRBEESLMICEW
REZROZ LD TH o7z, Tz, EEREBROER2S, BAME L EEMROMICWE RS
HHECNIY T FIMEEDR D H T EDHELZ S NIz, R AT L1%, SEWBYREMAT R SR 2 VMEME O BBk 12
LRI THLEEZLNS.



5 22 [y A A 89

— i ERE A-5

TiOg Ki 125 N R #5212 5- 2 2 B Ot
Analysis of the effect of TiOs nanoparticles on intestinal flora

OfMEiEM ! TH 2 FEgss KEEmse HEHES fAHA°
L ORBR 37 TS s e P B L — X
PN U SRYAY N R e R s M N 73 Vi N N B2
RBURFIT R, © KBRS KRR B B e R

[B9] kBB O FERIAE G, B 2 Ik 725 4 2 BRICHW S NS L) 12% o 7275,
ZOHERIZOWTIEIAPR ESL . KifZETlE, ABEERRTH S TiO M5 H L7z, TiOy ki
FIIEMA IO L35 ZWECRIIZERE IS, ERETF2Z20F THNICHEET S, 72, FH—1F
FEHICHET DR FIIREDNES L 2 b L, TOMEBIREA BN L RS AR ARL, BIMICKS
M B4 5. BEEOZE T, Bacillus subtilis & Escherichia coli \Z TiOy F / KiF % BEdk L Chi
THE, WORBENHEESNL I EPHRESN TS, 20720, TiO kT 2BIT 5 &, BNHEHE
DOWEREEDIZALT LR D), TO) A7 PBEEINL. 22T, TiO k1% <7 2R HES
LCHEARIL, TiOy W T2 NMIE# O ZALIZ RITTHREBIZOWT, 16S rRNA #I5IE L L - W#iE
EEACDIERT 24T > 72.

[758E] TiOp K7 % fRHIRM L T, 7 A4 BBREORT Lz, PRbsn -z MEE s LT
PRI 72, $RILL 72375 DNA 24l L, 16S rRNA B F O WL TH 5 V3-V4 3 2 i S 272
BT, WA Y — 27 2 25— & v T AR 3 O W R AR % [ L 7z,

(55 - F42] 3MEM D TiOp KL (KifE 17 um, 600 nm, 21 nm) % &HF 015% (g KT /g k)
TV ASKEORE L7206, MR EZEOBEEEOES ICEILER N o7z, —7, K23 600
nm O TiO, KL T D EFEFZEAL S TG T L L, GHEENEL 2 DHI2ONT, Clostridiales D3 &
ft L, Lactobacillaceae, Bifidobacteriaceae DHEALT 5 2 L BMBIE S N7z, £ 72, TiOs K1 D5
w1k, BNO TiOy KL FH5E A E UL, 12, Lactobacillaceae % Bifidobacteriaceae D3ESAL L,
Clostridiales 738 L7z, —f&i2, MIBIZEICTHEL, 99EBREORANT TiOy KT IEICWET 5. £
D72, BHRIZERE L 72 TIO fFI3FERMISHEICHE T A RSN D, DEXY), X0 iz
TiOy fiF 2% T 2 &, HEOMEOEETNHESN, BHNMEEZERT 5EBHEIELT 20
Tl ZwnrtEzZ o s,
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T cell differentiation in gut-associated lymphoid tissue located
in the large intestine is largely influenced by intestinal microbiota

OFmHEAL, HEsdw!, ABEAL ArekE ! HAGTL B fis!
JWEGE? mfEE S BERT L LEs—1 oamE ml
VHARKSE G IEREE, 2 R R e G R 02 e ek v 4 —
S ST ] S S S R S S

(Hi] BBy > SIS EEN OBUR I 3 2 FE R IR E OFEABKTH D, PEHIzid s
TR (PP), RIGEALIEER ) ¥ /38 (CeP), #i5') > /38 (CoP) & EHFHEL TV b, HWICHF
T 2EBRTFORLHEE, BEOHMMLILICEIDRELELoTVWD I END, &) 3 likOR
BER Z DOHUIAFAES 5 EH LML ORER 1 L OMBEAEHIZEN TN RL D 2 LWL INL B TD
AT S I ST, RIFE TR OB EBE Y &/ #1510 2 T i abo
FBE BRI & 28 2 R~ 7 A2 W TlRT L 72,

(k] @ 723 \ERE T CHE L7 BALB/c v 7 A2 (812 8#H) 20 5/0MaB X OKBEA 0 B
Ba) >l Ta 5 PP, CeP, CoP OH—MIfg 2R L7z, 7u—H A M A M) —i2XhpfeLzx
7 x5 =B X OHEED CDAT Mlay 7t v MCBMT 2 MilaEws 1, MENESKN T, MinH
A DAY DFEHE AT L 72,

ER] mEE ~ 7 2D CeP & CoP CERMTORBEIREOIMH IG5 S FEEHMHET
(Foxp3"Neuropilin-1 CD4") #Hflg & Hufk i 4= 12 B b 2 3k~ L s— T (CXCR5'PD-1"CD4") #ifa o
HEDPBEES T AR TEEIE» 72, BRE~ 7 20 PP TlEFHENHIMEMYE T M0 4138~
TALRBEBETHY, EREALV - THBOEEIZ@EE~Y T AL Er o720, KIGEALDY >3
ML Db oo THIEAEVEISTHRIEEL Tz F72, JERE~ ™ A0 CeP & CoP (281} % Thl
(IFN5"CD4") ML &I &35~ 7 2 TR EI A 5 DIk LT, ME~ 7 20 PP Tl
<Y A ERRECTH 7. —HT, EH~ Y AD PP TIElH ~ ™ AT Th2 (IL47CD4") #ifam
EE DI L T 7z

[(Z4] R OBERED) > 3o L7 =7 & — 5 L O T Mildosts & OEELIZEICE
PRI | ZARAE L CRET S B 012k LT, PP @ T Mg 3N E DAL O ZRIZ X o TH Ll bss
FET S T2 ITREMEDVRIR S 7z
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Dietary factors modulate gastrointestinal adverse effects of methotrexate

ORI+ HHEA, o522 I &L B s’ ket
NS, EE S wmEAZ LEMz w2l
VSR S E R R TS, 2 ST A B e BRI 2E 2 > 4 —
SR FE S ERRBEE S, SR SRR G v 5 — GRS LS
NIRRT E R v & —, O SRR SRR - S

[HAY] BERRFEPTEE A M ML — b (MTX) WY v~ FiHREOT7T v = KI5y 7 LT d EH
FICHWONTWA, ERERIE2S MTX ORIERICES L Cw AR Ao fEm I niTtw
L0, —ELEmiEEonhTwiwv, £22C, Rt TidElElis s a i (HFHSD) o MTX #iE
R TEHEZHOMITLZE 2 HRE L.

[J7:] 7~ 11 85 C57BL/6 M~ A2 A F 7213 HFHSD # 2 5 -2 72, 3 mg/kg MTX %
14 H Mk TR 5 L 72,

[F5R] MTX+ @ & & [b_XT, MTX+HFHSD B idAFFENE L K F L7 MTX+HFHSD #T
22RO EIC LR GEZ 072, MTX+HFHSD #Cld, M MTX &S bIE 0o 7258 fE
T MTX #HEft= 134 LT /2. MTX+HFHSD #1(2 folinic acid ##%5-9 % & AR H ks | 72 HFHSD
PO ER S L7l %2 /Y 5 & MTX+HFHSD B & N THEFRPRL U E L /208 HFHSD 705
DafER s LA LT EFRICRELRZLIE 22 o 72 HFHSD O 7 £ A » % KEZHR&EH
BICE SRR 7224045 &, MTX+HFHSD # & IR TAEGRIYE L2, MTX+ @l &Ny
<A YU ERGT D EAEGERPET Lz HFHSD % 13 H G- 2 7214, #WEA~NEE LT, AR
X TY, AfFEIIYEE L7, HFHSD % BHIGIBRAAEE L -8, WM azMz b2 e TE T, &
IR REALIT o 72, MTX+HFHSD #12 03 R Z 5 5- L7z & 2 A, HAFROUEMER DT
DO, MEMRZIIRDO SNk o7,

[#%2] HFHSD 75 MTX OBEH S OWIPUEZ 5 X422 L, MTX OEBRETUERIC X - THWEA
SEIN, BREEBICLLZBEZFIZRILI-EEZONS., EEPMTX ORWERH BT 5568505
B EDPHB NI o 7208, IBNAIE#E - IBARRETEY 22 &0 MTX 12 X 2 bEGER@®ICS L Tw
LU REEATRIZE NS .
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Dietary fat and free fatty acid receptors in host energy regulation

OmEE!, mamet? puEES AnE—pr2t wrEns g8 @SS
AIONES, BrEE w2 AR L 2
U Tk b TR g b, 2AMED-CREST, ® 50k A kst b s W Je
B HE AR R, O HLSERIET A ¥ R0 — AFFEF — 4, O BERESRCEI LT

[Br9] SEREICEFEICETNDLY /— VR a- U / L VB, o EPA % DHA (AR 234 6 % 4
¥4 2 7- 0\ CEE L VHERIER CH 5 L FFC, Mg LoRHRSER*Hh+52 LT, Beb Tt
WE—=JRE LTRETTREL Y7 PIMEESF L LT AN F— I EE 2 EH 2 R 2 LA
HoMZENTwD (1), 72, BNMEFEORREIZMEY, B & BNMEEEPEEO = AL F—
BN R B G-§ H4ER, MR 2 EOMBICHE L RIITT I EPRINTVE. 251,
153 PRI R AR AT 1) 7 SRR B R 2 A B R R B I O AR B s A S v (2), oA (& 2 oW EH
BN TREERICHES T2 26l (3). ZOBRT, )/ - VEBROMBRKHEY T 5
HYA (10-hydroxy-cis-12-octadecenoic acid) 25V / — )Vl X 0 & ESEIRIIERZ AR 26 L CEWwWEmME %
AT EERMERL. EAIIRELABEE LT, ERREE Z0BLNMREAHDEIC X 2 REEERS
TR LA F—REHEE OB B E L CRE 21T o 72,

(5] BEFERE RS MARIIEIRD 5 Wik, ZOBNHER#DE <~ AIHKS5T52 LT, in
Vo IZBIT B EFERHHINT A —F~NDOEEL ZDOHTF AN AL %W L7,

[R2R] PR S 2 55 L7z~ o 2 Tl IR AR A S, 400 F— A5
HLTwa 2 EptfEilanre. 612, BEFHEY Y ARERE Y A2 HW/MEf L), Rihkz
BHEPRERZFRZERE LT 2720 T2, BNMEAED TS 225 LTERIT 2 2
EhmEn,

[(£%] AfLBNME, €L THIEORIMRIARCMHEI/ER LS5 2 12 X0 BN s -6
FOIANF-—RHzHET 2. 4k BAFOERMIADL MmO, S 5IZI3AIZFICH bR
B\ 2 ARG R HE R T B - GRS O BRITRAH IS 2 Hig 9

(1) Ichimura et al., 2012. Nature.
(2) Kishino et al., 2013. PNAS.
(8) Miyamoto et al., 2015. J Biol Chem.
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Gut microbiota influences anti-obesity effect of

a-glucosidase inhibitor

OB EF%! momt® mEEm2 & wmk! Eag—!
U B e St kS S T SRR A AL e 2 B S S A Rl AT g

[BE9] ARG &k, A4S - SEEPEE - M ERZ LI X ), MBI SN ER L SRR 235§,
BRI AE RIS B 0, TR SIMEEZ &, ST ST REEEEREFRT LI LM
NTWab, 2070, BlOHEIZE  OREXFH T2 L ICEBFLLEZ NS, &E, BAME
FEDMEFH ORI EE RSB Z R L TWDL I EARBRENTYS, Lo L, BN & 2 I 6 #
DFHMBE AN ZZANIZOWTEARAL EANLEINTnD, 22 TERIETIE, PURMBIERZA L
PNAIHRE 2L S LI ERHAONT VWS -7 VT ¥ —ERHER (a-GD) % HWT, Z 0N
HEPIHIE & T 5 b D Th B DO T - 7-.

[5] EEEafi~Y 212, aGlBLIUOHEANRYZ NI A08RL: LHEWE % HokE5 L7, &g
i B ORERINE, HHEGE BLORY - HFEREEZBZ L 8512, #FES L 7o 16S
rDNA ¥ — 7 TV ZEIZ L D HEERIT, BBNEDFRO X 57 Ra— L f@FiTE17- 72,

Rl S Eam~ Y 22 oGl #8555 &, KRERLENER - IFREROBMIIGE, miEEok
ENBE SN, BiE 1B W TEWEN % 77§ Firmicutes/Bacteroidetes k2K TF L 72, 512,
DYFEDANRY N T A EFOPAEWE LI L725GE, o GLIZ X 2HUEGEH A m S . 22T,
MHE B~ 7 A DM b O R # % AT L 72 & 2 A, Enterobacteriaceae %, Verrucomicrobiaceae,
Lactobacillaceae Bt 72 & OHMNAA Lz, F72, EHRANEWO X 5 Ko — AT ORERE» S, Al &
BOMB Z R R 2 BB L7

(%] oGS |2 & BHMLHICHIRBA DL, A CRILE 1Lk o 7 S M AR %
THH L, SR ABIMEIC Lo TRILE N L ITRRT 5 L 52 b5, $1, HBANY LT
ADORSBFUEWEBS AT LY a-Gl OFULHIERAZIL L 722 &5, RUHHEI B A S L <
VATTHERE S, HEOMBHAN OB B AILH OHI @ T B TRMEARIE S Az, S 510,
WP R & (TN - DTS = oM OB X 0, Wi & A OB %R+ RHTE A )
T T ORI AT @ T B TN 2 51D,
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The timing of high-fat high-sucrose diet intake affects gut microbiota and
fatty liver disease in mice

O%‘%*?@El FAIGHE L BT 2 HRET
Ui Bk sk b R R - o o,
2 i Bk kR B I A T e S R ) - W TR

[H] BANR#E L AR ERE OBGEDEFER SN TW5 . FRIIEmIC & 0 ZFHE S5 IR R
Tlx, BHNIZBT Clostridium clusterXI 72 ESEEINT 5 2 & L ORESERE SN Tnw5. 22 TRIE
ZETIX, ¥~V ACERNE Y afi& (HFHSD) %252 2 E7 )V % ¢, HFHSD % [f#G5 % Akt
%A AER HFHSD IO ¥ 4 I » 712X - T, BNW#H EIRMEIFERICE D X9 8 Ao
POV TR & 175 72,

(5] 488, 8EE: (), Z#o C57BL/6] ~» A (J) |2 HFHSD % HHEI S 728 L xtHE
ELTCHEEY HHBINSE2HE 16 AMET L. 72, %~ 2 ZHFHSD # 1 M9 5 1 H
DAHME S/, HFHSD L#EAELY 8 HIT LI ) B2 728 b RIFCHE L7z, RE, 228 R R iE
%ﬁﬁM‘M%L# BB R L S~ A S L 723 o DNA # 8 L, T-RFLP #:12 T L

flH 16 B, ~v AFENOIRE = L G oOFEE~— 7 —205% L, BNERE L O E k%
ﬁ@ftt.

(i ] HFHSD I Cl3 & CoMEIC B W CERE R ZZIERFIAEE, FFEEEA S E 257 S 7258,
HFHSD % 1AM 1 HOAMAE 728, HFHSD LE A% S HI L ICY D B2 /- CldfhE, 2=H
BRIBE(E, FPREEAMEVEINNICH > 72, T-RFLP TR L 72BN E#E Y 7 5 A 7 — 581 Lok R, £
ERBZEHI CIEERIC L DI SN Twiz 2 5 A% —75, 16 A% Tid HFHSD BRI L ) K& 2B o
771& L, ToHmTH 48EH» S HFHSD % Bda L7z~ 7 R IR, Eli~ 7 A4k
TR DGNEETH -7, 72, BOIA IV IFORLLIBIZENENHNDO 7 A7 —%2 LR L,
HFHSD L@ A% 8 HZ LI D B A -8, BFEEZS A KT I BNEEZ R L.

[£%2] HFHSD % &G0 2 RGN EEOTEBICE S LTB Y, ZORMHIREwE L) 28230

LTV EPHER I N, T, EEGEICL > THIBNREOREAZL L, BRI B O RED

W2 oNLWREMNEZ ONDL. HIE, TNOHOFIZBITA2HEAEEZEOMEIZONT, KT —27
— 2L DRI TH B
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Clostridium difficile F&GEHITEFEAE O by

Interplay between diet and gut microbiota mediates colonization
resistance against Clostridium difficile

OKMERASE, & ik EHH-
Y YN NE e 2 e R R e 3

[B] Clostridium difficile \&3FRIENE 7 T 2B ERIEBSEMRE CTH 0D, BENEGIZ X 5 FHIED
FREREE LTHIONT WS, C difficile 1, PIREERS 2 812 X 5 HBNMERE OGS LD KN
THE L, FREMM TSI L TTITHZR EOBEWERD S B RE %, THEEFEEE, Bz
EOEWEIRE TREA ZRIERZFIEHR 3. C difficile B4 (CDI) 12k L CTid, PUBEEHEHR IS Z,
EMAEMBMDIEF AR THLZ LD L, BAMENCDIGIEMICEETHL EEZONE. 72, &
FED G R Z ORWED 2 2L TS 2 L, CDLICKHTAEZIICEELZS5 2200601
TWh., Z070, FEIBNMEZ /LT CDI OREZ AL L TWAIREENE 2 b, £Z TR
WiFeCld, & - B BEAHELER &) Bl S CDI il o] geld % MGk L 72,

(] oo Ry aFVERET T, BEEER %5 2725 B8l C57BL/6 M~ 7 A2 cefoperazone % 10
HREBG L2tk @EKICRHRT 5 8 & b2, BIEHERE 72 I RERHE AR5 72, 20 2 HiRIZ,
C. difficile D3N8 1x10" CFU/ LA g <&, 10 HRAEFERABE L. F72, KHEAERED
C. difficile IEIERTOEME ZHRIL L, MIE O DNA %4tk BHHE#EOME % 16S rDNA ¥ — 7 T
PAFCKOT L. 7, BEHE L2 IQIME~Y Y A D R 2TEEH ORI S, O dif
Sicile & &G S &7z

(R & 222] FIEHRHEAR L IR L ¢, WEAREAERICBWTC difficile BREHOEFEDILE,
B AR E OB, FHEF C. difficile ® CFU MM IER S Nz, HFEHEAERIZB 1T 5 CDIRED
EWIE, ERE Y ATIIHERE I N o722 8 h 0, FEERICX S CDI OfIEI IZBEANME A5 L
TW5h 2 ETRBE Nz AR FERT O R, READEHE AR Tk 0TU544419 & OTU288680 DI
WA 232K DF 90% 1T < & HdTwiz, DEORKRL Y, o EWNMED C. difficile D¥EGE (%
T2IXER) WHNCES L CWAIREMEDE 2 S,




96 PsNAIRE RS 32425 2018

—igERE A-12
Bacteroides \ZENAME O LPS pEAE % Hil# U Bhicii{b Z2 #H <3 5

Bacteroides protects against atherosclerosis by regulating gut microbial
lipopolysaccharide production

OF MM L, IFgd !, sl Esaams s
HE T NEITCA S, a2 P!
L R R B A TR PR I B B R 24 B
R TR EGI T RAEG TSR, S ST 2 7 AVH - 58K

[B1Y] BHARMEALIER EIZIEIREE 2 7% 5, fEEFMSEEH T 5720100 E Sz [ L5k
IR 5 # EFTH | I2BWTD, BIREBAVER B OIS TH A EBRE BRI 2 FH T - G
BEORBEIHEE > TwE, 29 LHEERoW, 23 S8IRE\LE P4 5058 % 1T
THBY, Bacteroides BHSEEINREEEZOBNMEZICBVTHI L TWALEZ ExHL2L L 22
TABZE T, HEEREBTIEIZE S 5 Bacteroides % FiL ~ )V CRE L, # O & EBIIREBISIE
OWF L2 ET LI EXHBE LT

(V7] fhT R R m bl AR S 7z, EBiRE BB 30 4 & IHEshiRE B RS 30 %O NMRE %
MiSeq (2T V34 I AR E L7 16S A5 7 ) AEATICE DL NV 2R A2 [FE L7z wEiRE SR
HTHRBEIZZOEEMET LTV A2 BNHREELY FE L, TOWKEBIRBEILE TV~ 7 ZIRHHES
T52 LT, BNMRTE S EEIREBO R LR E BERTEZBHT S, Py AL =T aF ) H—
Fxiro7.

[RER] e B8R E B EE OB ANMEZEICB W T, Bacteroides X DENEG VR AHEIZIKT L TWwi.
Bacteroides X ZBIIRTEALE TV~ 7 A HG- L 72K, BIIRALE A RIS L, BIIREE LA (2 EAE
L7zx a7y — Y% CD4 Btk T Mifadk b A1 Td - 72, I lipopolysaccharide (LPS) i< %
FEEY A N A VgL, Bacteroides X #G-#CHBEIMKT LT/, Bacteroides X $%5-1% DN
WHlday ba— UL L CRE CE{LL, PICRUSt # W CHEIETHZHEE L 72k S, Bacteroides
X F5HETIELPS EIZE D 2 B FHEBAPA BT LTz, S 5I1C#EE LPS fElX, Bacteroides
X HGHTHEBIMT L Tne.

(%] FEhIREEEEE TR L Tz Bacteroides X ZEIREALE T V<7 2 2#%5-§ 5 & BIRIE(LAS
Rl E 722 &9 5, Bacteroides X & BRI B FEAE D K LBEFR % ZEH L 72, Bacteroides X (3 #fF
LPSEAZMK T &2 2 &C, M LPSEZ(KT S+, BIRM(LHIGNC B - /- L B S,



5 22 [y A A 97

—fiERE A-13
I3k & R EE TR BT AE WL O A R 7 12 R e

Effect of mode of delivery and nutrition on the gut microbiota
in healthy Japanese neonates

ORNFEL 2, Kprrg!, wr EL2 e w2 Ik T
Wt L kaemal pas—mh? kg %2 it =mwl
BAHER® FE %° &7—i!
VBIPHEEA A N E R, 2 SRR R e SR, S BTG R R T R A

[BrYy)] wEUIB oM Tl L7 3rAE IRIER s i T A L7228 1B & b L ¢, B, 7 LIV ¥ — A,
RIETER R, BEIRIR 2 EOFIEY A 7 D38 £, BHPHR# © dysbiosis DB G- 27RIEE T 5. £
CCh kB L ORE T EH A R OB #E IG5 2 2 B AHOMIT 5 2 L BNICHKRE %
To72.

(] 201549 A5 2016 4 8 HICH—figt THA L, MEAHARANTH 5 EE, EEEKEOHA
WB36HExGE L7z, B4 H EERBR L2 HEEOREM 2 5 E DNA il L, Ton PGM System (Thermo
fisher scientific f) ZHWT X ¥ 16S 1) KV — & RNA T 217 o 72, ke, BES M F 72371
IEsR) BLORENE (BARETZIEATILRE) XD HR%E 4#1241F, Shannon Index &
ER OMAEMBRE S (%) ZWHINIWE L2, KEEIZOWTIEZ 1 2AEEE TORMFLED 8 E L
ERBAOWE AR E, SELUENATIOEAZ NTIAREL L7z, MEMEMHENT 1213 Kruskal-
Wallis #7E, Mann-Whitney U #7E % fiv: p<0.05 # FE & L7z

Ui ] Rl ot / BEFLRERIE L 10 B, AR it A / N TFLRERFIE 10 60, 5 EYR oA /
REFLRZERE L 10 0, 5 EUIBH it A / N TFLRERRIL 6 61T, 4FEMCHR), WAKE, 1fEiAIC
FEEBOLPo7. B4 HBIZBWT, BESCHA LHAR (n=20) &7 EYIRS % THA L
728 A (n=16) (21 L CTHEIZ Lactobacillales H, Bacillales H O #4231 <, Enterobacteriales H,
Bacteroides H DE| & D E 0o 7228, At% 1 7> HIFIZ1X Bacteroides H U O B H Cld 4 BB CTHEZE%
%o 72, F7-Shannon Index dAEF% 4 HH CTIERES B CTHAE LHAERPEZIZE L 2N
(p=004), A1 2HBICIZ4 B CHEEEZRO R P72,

[Z22)] &4 HEHTIEISWMAEIC L 2BNMEZOZECASHS 2 Th o728, HEH 12 HEICIZEER O
EIINEL o Tz SHOKRF T ALIREOFAEIRD &6, BHLZVOBAXERL TR,
VETORILEZEBIT 5 2 L THFEYRSHEIC X 5 dysbiosis % 421E T & 5 W BEMEDRIZ S L7z,
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—fig e A-14
IfB IS & B E1REPN AR 55 & 15 A A R = 0 BE A D 22 4L

Relationship between oral and gut microbiota in elderly people

OBNB AL kET 2 FlMERmRY =E !, #hsEs?
i 223 NHERF L WERER S BLdvReE
VIR S 20 R A0S U = — R [PE R 2 S [ i A 22
2 BT EM S IR AT, S AL S BT

[B] o4 ORBPIMITEIIMEIC E D 2 WAL T 22 EPHSNTEY, FO—ERICIZOMENICE
BT3B LA—0fMBENEEINTVEERENH L. 2 CTRIETIHETERA & EWREIZBIT BN
FEE & TTEEN AT O B EME I DWW TG 2 175 72,

(5] RN 30 b & ORI EREE AR — 2 AJEE 30 Bl 2 b U N 3, R, B

AR, IEPIRIE 2 5FAI L 72

1. HETOMEE
WERE OF I OF LY 2 cm? 5 5 MEHIEA AT 7 CHIE % B, DNA %l L, PCR- £ »~_—
i TRERS L O BEROEKE & S5 Porphyromonas gingivalis 8xME L7z, 72, %
# PCR % 16S rRNA £ % 7 AFNTIC & 2 I ST 2175 72

2. R 77— 27 MBI
BWERE ORI R 7 v N ORIEEITIEE R —73—= R A~ b &AL THlRW %2 & &R 2=\ L,
B D OB ¥ 7 )V EIER O R #E AT 217 - 72

3. MR =
M Y a2 W CHEME AR, #EHE XY DNA #iitH L, £& PCR % 16S rRNA * ¥ 7/ A
M & 2 Ml #E AT 247 5 72

4. CIZENEE
AR, FmHROMARG, WEART v b, REREREEICOWTCEHME L 72,

] BEHGE Y, BN & EEE TIEOEN - BB E SICHEA ZHEEIC O W TAEEREDTLD S L7,
F72, BWERE BT A OPEN & BN BT 2 M E#E OB % 5Hii 3 5 728 UniFrac SR 2 S L 72
LA, ALY b EEE TIENMTER & BN EOMREEIERICE W 2RO 5N TE
WAL ENZEHED D 6, F—EBREOBNTLREE KR SNl oR 5458 L8 2
5, BEETIZIBBIZOVWTHALY) EREICEVHREELZRL, —HFTHRANERE LD &K
HETH7-DEb TN 4ETH 7. P gingivalis 2OV TIXE TS TOMEBRIE AR D - 72
(A 100%, EksE 276%, p=01). L2 L5, WEREERE LS P gingivalis ORHEEO R IZIZAH
BRI A DN 72,

(2] W) SEEFE IR AL D OENMERE & BNEZEOHFEER S W EAVREI N2
ED, BWMEICBITAOEDCT TIX, KAIZBTLOBECr 7 L0 ABHNMEEDONT » AEES
H.2 DUReMEE 2 b7z,



